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ABSTRACT This review addresses the issue of bioengineering of artificial lymphoid organs.Progress in this field
may help to better understand the nature of the structure-function relations that exist in immune organs. Artifical lymphoid organs may also be advantageous in the therapy or correction of immunodefficiencies, autoimmune
diseases, and cancer. The structural organization, development, and function of lymphoid tissue are analyzed
with a focus on the role of intercellular contacts and on the cytokine signaling pathways regulating these processes. We describe various polymeric materials, as scaffolds, for artificial tissue engineering. Finally, published
studies in which artificial lymphoid organs were generated are reviewed and possible future directions in the
field are discussed.
KEYWORDS artificial lymphoid organ, bioengineering, polymeric scaffold, stromal cells.
ABBREVIATIONS Ag – antigen, BEC – blood endothelial cells, DC – dendritic cells, FDC – follicular dendritic
cells, FRC – fibroblastic reticular cells, HEVC – high endothelial venule cells, HSC – hematopoetic stem cells,
iPSC – induced pluripotent stem cells, LEC – lymphatic endothelial cells, LTiC – lymphoid tissue inducer cells,
LToC – lymphoid tissue orginizer cells, M - macrophages, MEF – mouse embryonic fibroblasts, MRC – marginal
zone reticular cells, RA – retinoic acid, S1P – sphingosine-1-phosphate, TEC – thymus epithelial cells, TFH – T-follicular helper cells.

INTRODUCTION
In recent years, bioengineering technologies have attracted a lot of attention, because they provide new
approaches to resolving current theoretical and practical issues in biology and medicine. The development
of artificial biocompatible materials opens up broad
prospects for regenerative medicine, transplantation,
treatment of infectious diseases and cancer, as well as
for fundamental studies of a number of important aspects of tissue organization in living organisms, which
require preservation of the spatial structure of the object under study. A fairly wide range of biocompatible
and non-toxic biotechnological materials have been
developed that can maintain the functions of different
cells in three dimensional space. Furthermore, these
biomaterials, particularly scaffolds or matrices, which
will be discussed later, can be “functionalized” for a
particular task. This has served as a stepping stone
for the development of artificial organs and tissues
based on polymer scaffolds, including artificial bones
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[1–4], skin [5, 6], cardiac tissue [7], and other tissues
and organs. The potential development of functional
artificial lymphoid organs, mainly secondary or tertiary ones, e.g. lymph nodes and lymphoid follicles,
attracts particular attention [8–10], because such
structures can in theory be used for the correction
of immunodeficient states and for the treatment of
autoimmune and infectious diseases and malignant
neoplasms. It is assumed that bioengineered immune
organs will be partially or completely responsible for
the protective function in a human body with underlying pathological conditions [10]. Functional artificial secondary lymphoid organs (e.g. artificial lymph
nodes) will make it possible to study and model some
as-of-now poorly understood aspects of the immune
response, and in the future they may find application in the immunotherapy of a whole range of diseases. An important difference between new immunomodulation approaches and the current systemic
techniques (e.g., systemic cytokine or anti-cytokine
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therapy, depletion of lymphocyte populations, etc.) is
the fact that the former act on the level of recognition
of specific antigens by the immune system and will,
therefore, minimize the negative impact of systemic
immunotherapy and focus primarily on the cause of
the disease. Their advantage over classical vaccination
lies in the creation and long-term maintenance of the
most favorable microenvironment, which enables all
the key cellular interactions involved in the immune
response to take place. In many cases, this can be the
decisive factor for the success of a therapy [11, 12].
STRUCTURE OF LYMPHOID ORGANS AND
THEIR ROLE IN THE IMMUNE RESPONSE
Lymphoid organs are integral structural parts of the
immune system, and disorders that affect them can result in immunodeficiency in humans and animals [13,
14]. There are three groups of organs: primary, secondary, and tertiary. In a normal adult organism, primary and secondary lymphoid organs are present at all
times, whereas tertiary organs are generated locally
at the site of a strong and sustained immune response:
for example, at the site of a tumor or chronic inflammation [15]. Primary lymphoid organs – thymus and
bone marrow – generate immune cells and define the
repertoire of T- and B-lymphocytes receptors, whereas
secondary and tertiary organs ensure their survival,
interaction with other cells, interplay between innate
and adaptive immune responses, as well as activation
and maintenance of the immune response. Therefore,
modeling of various lymphoid organs will help to resolve a variety of issues both in fundamental science
and in medicine.
The functionality of immune organs relies on their
unique microarchitecture and the wide range of cells
and factors involved. Therefore, the challenge of bioengineering is to reproduce them in model systems,
since functional activity can only be achieved through
proper organization of all components. It is essential to
understand the mechanisms of cell organization in the
natural organs of a body in order to be able to construct
their artificial analogues.
All immune organs are characterized by the presence of the stroma, which often consists of several
types of cells of endothelial, mesenchymal, and, in some
cases, epidermal origin [16, 17]. The main functions of
the stroma include the recruiting and spatial organization of immune cells in the organ, maintenance of their
viability, proliferation, and the enabling of effective
interaction with other cells and antigens. Each organ
has a type of stroma that is necessary for its functioning. The bone marrow of an adult organism produces all
hematopoietic cells, including all types of leukocytes,
from hematopoietic stem cells (HSC) and hematopoietic

progenitor cells. The bone marrow maintains the HSC
population via special niches that ensure long-term
HSC repopulation, their differentiation into hematopoietic progenitor cells, and the generation of all necessary germs of differentiation [18, 19]. In addition, bone
marrow, via certain bone marrow stromal cells, plays
an important role in the differentiation and functionalization of B-lymphocytes, memory cells, plasma, and
other immune cells [20].
Many types of hematopoietic cells completely, or
almost completely, mature within the bone marrow.
However, progenitors of T-lymphocytes must undergo
several further stages of maturation in the thymus. The
stroma of the thymus, i.e. thymic epithelial cells (TEC),
enables the survival and selection of thymocytes, and
different TEC subpopulations implement both positive
and negative selection [21]. The key role in negative selection belongs to stroma-associated dendritic cells that
actively present autoantigens [22]. Another important
component of the thymus is the mesenchymal compartment responsible for the functioning of both epithelial and hematopoietic cells. Numerous interactions
between hematopoietic, mesenchymal, and epithelial
cells play an important role in all these processes [23].
The stroma facilitates the release of “trained” mature
T-lymphocytes from the thymus, which, in the context
of MHC molecules, can recognize the widest repertoire
of foreign antigens while simultaneously being the least
aggressive against autoantigens [16, 24].
In lymph nodes, the white pulp of the spleen and
other secondary and tertiary lymphoid organs, the
stromal cells recruit mature immune cells and enable
antigen presentation and activation of T- and B-lymphocytes, which leads to their further differentiation, proliferation, and implementation of their effector functions, as well as the formation of memory cells
[25–27]. Lymphoid organs associated with the intestines (mesenteric lymph nodes, Peyer’s patches, isolated lymphoid follicles, and cryptopatches) play a special
role [28]. They are involved in the regulation of the relationship between host and symbiotic microflora, the
development of tolerance to non-pathogenic bacteria
and food-borne antigens, and the response to pathogenic microorganisms [29–31].
Secondary and tertiary immune organs are of particular importance in the bioengineering of artificial
lymphoid organs, since they play the central role in the
initiation of the adaptive immune response [26], and,
therefore, the processes occurring in them are of great
interest for fundamental research and as the basis for
potential clinical interventions in different pathological
conditions. Therefore, the development and the structure of these organs will be discussed in more detail
using lymph nodes as an example. The structure of a
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Fig. 1. Schematic representation of a lymph node structure. The key events are shown in detail. Lymph from afferent
lymphatic vessels enters the organ through the conduit system. It is then collected in the medullary sinus from which efferent lymphatic vessels originate. Soluble antigens, immune complexes, and antigen-presenting DCs enter LN with the
afferent lymph. Other hematopoetic cells enter LN with blood vessels through HEV in response to attracting chemokines
(CCL19, CXCL13 and others). All these cells then become distributed between the T- and B-zones of the organ. Egress
of lymphocytes from LN is controlled by S1P that is produced by endothelial cells outside the organ. Stromal cells play
an important role in regulating all these processes. They produce all necessary factors, cytokines, chemokines, adhesion
molecules, and form the appropriate organ structure to support the functions of immune cells

typical lymph node and the major steps of the adaptive
immune response within it are presented in Fig. 1.
Anatomically, lymph nodes are bean-shaped encapsulated organs connected to the circulatory and
lymphatic systems by a network of vessels. Two major
groups of lymph nodes are identified based on their location in the body: mesenteric ones that are involved in
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the immune response and development of antigen tolerance in the intestines, and peripheral ones that collect
the lymph from various regions of the body, primarily
from barrier tissues. This distinction is based not only
on their anatomical localization, but also on their functional differences, as these two groups of organs have
different origins and functions [32–35]. Cervical lymph
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nodes hold a special place among peripheral lymph
nodes due to the nature of their development during
embryogenesis and their involvement in mucosal immunity [36, 37]. Despite the differences in their origin
and functions, the anatomic structure of all lymph
nodes is rather similar. They have two main sections:
the cortex, forming the main parenchyma of the organ,
and the medulla, which communicates with the efferent lymphatic vessels carrying the lymph from the organ [38]. The area of the cortex bordering the medulla
is called paracortex. On the outside, a lymph node is
enclosed in a capsule through which the organ communicates with the afferent lymphatic vessels. Connective
septa (trabecula) originates from the capsule and goes
inside the organ, up to the medullary sinus that forms
the lymph node gate [39]. The area between the capsule
and the cortex is called the subcapsular space.
The blood vessels are connected to the organ through
the gate; then they go into the paracortex, which is
also called the T-zone, where a network of capillaries
is formed. Lymphoid follicles, also called B-zones, are
located in the cortex of the lymph node [38]. The name
of the zones corresponds to the location and function
of these two major groups of lymphocytes in a lymph
node, although it does not reflect many details of cell
migration and interactions, which have only been discovered in recent years (thanks to the development of
techniques that allow for the intravital imaging of individual cells in tissues and organs [40]). B-lymphocytes
primarily function in the B-zone; whereas T-cells are
generally located in the paracortex, except for follicular helper lymphocytes, which play an important role
in the functioning of B-lymphocytes [41]. The presence
of separate B- and T-zones in lymph nodes is possible
due to the development of special microenvironments
within them, which produce both lymphocyte survival
factors and “homeostatic” chemokines (for example,
BAFF and CXCL13 cytokines are the key factors for Bzones; and IL-7, CCL21, CCL19 are the key factors for
T-zones) [25, 42–44]. These molecules are synthesized
mostly by lymph nodes stromal cells, as well as by other cell types, including endothelial and dendritic cells
[42]. B-zones contain follicular dendritic cells that are
involved in the maturation of B-lymphocytes, which
are of mesenchymal origin [45], whereas T-zones have
dendritic cells of hematopoietic origin, which are involved in antigen presentation to T-lymphocytes [46].
Dendritic cells of hematopoietic origin mostly arrive
with the afferent lymph from different areas of the
body, mainly from the barrier tissues where they have
encountered antigens, have been activated, and have
begun to express the CCR7 chemokine receptor that
is responsible for their migration into lymph nodes Tzones. There are also resident lymph node dendritic

cells, which are always present in an organ [47]. Their
role is to present antigens absorbed directly from the
lymph flowing into the lymph node through a special
system of channels, called conduits. These channels are
formed by an extensive network of polymers, including collagen I, II, IV, laminin, fibronectin, ER-TR7 et
al. [48].
lymphocytes are constantly re-circulated in the
body, periodically being recruited into different lymph
nodes under the influence of chemokines. The appearance of these cells in the lymph node is very important
for homeostasis of the immune system, as lymph nodes
stromal cells are the main source of survival factors for
mature lymphocytes [42]. The time which a lymphocyte spends in a lymphoid organ is defined by the balance of chemotactic signals. Once a lymphocyte enters
the lymph node paracortex via special high endothelial
venule cells under the influence of the “homeostatic”
chemokine concentration gradient, the expression of the
sphingosine-1-phosphate (S1P) receptor in the lymphocyte gradually increases. The concentration of this factor
in the blood and lymph is very high, but its production
in lymph nodes is almost absent [49]. Under the influence
of the gradient of S1P concentration, lymphocytes arrive in the medulla and subsequently egress through the
efferent lymphatic vessels into lymph circulation. The
interaction of the receptor with its ligand S1P results in
the internalization of the complex and disruption of the
chemotactic signal, allowing the cells to regain their ability to penetrate lymph nodes under the influence of the
gradient of chemokine concentration in the blood [50].
This system enables efficient re-circulation of lymphocytes in the body, which is necessary for the selection
of lymphocytes with the optimal specificity of T- and
B-cell receptors (TCR and BCR) for the antigens at the
time present in the body [51].
In addition to recruiting and maintaining the homeostasis of immune cells, lymph nodes also enable all
the interactions necessary for an effective immune response, which is mediated not only by the properties of
antigen-presenting and effector cells, but also by the
spacial architecture of a lymph node [26]. For example, the cortex is permeated by a system of conduits,
which has optimally arranged antigen-presenting cells
and through which the lymphocytes move. This spatial
arrangement provides the best chance for these two
types of cells to meet, which facilitates the search for
receptors specific for a particular antigen presented on
dendritic or other antigen-presenting cells, among the
vast repertoire of T-cell receptors [8, 48, 51].
LYMPH NODES STROMAL CELLS
The contribution of individual types of stromal cells to
the maintenance and functioning of the lymph nodes,
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their interactions, and origins remain poorly understood. To date, the most studied mesenchymal stromal
cells of the secondary lymphoid organs are fibroblast
reticular cells (FRCs) and follicular dendritic cells
(FDCs) [33, 40, 43, 50, Fig. 1]. The former are primarily involved in T-lymphocytes functioning, whereas
FDCs are necessary for full functionality of B-zones
[25, 42]. FRCs form and maintain a system of conduits
required for the migration and interaction of immune
cells and delivery of antigens from the lymph [48, 52].
Three main types of endothelial cells are essential for
the functioning of a lymph node: lymphatic endothelial cells (LEC), blood endothelial cells (BEC), and their
variant, high endothelial venules cells (HEVC) [33, 42].
The role of these cells is to maintain constant contact
between the node and the lymphatic and circulatory
systems, or, more precisely, to ensure the exchange of
immune cells and antigens. LECs ensure the recruitment and penetration of migratory dendritic cells into
a lymph node, as well as the transfer of antigens from
the lymph to the system of conduits inside lymph nodes
[53, 54]. Conventional BECs line the blood vessels inside
the node, whereas HEVC facilitate lymphocyte migration from the blood into the lymph node paracortex
whence they are distributed to the respective zones of
the node [42]. Recently, another type of stromal cells
has been discovered which is located in the subcapsular zone of the lymph nodes and are present in other
secondary lymphoid organs, but they are absent from
tertiary ones; they are called marginal zone reticular
cells (MRCs) [55, 56]. It has been shown that MRCs are
the immediate precursors of FDCs, including being involved in the formation of germinal centers in follicles
[57]. It has also been suggested that they play a role in
maintaining the FDCs pool, but this requires further
evidence.
The main obstacle in this field of research is the lack
of consensus in the proper definition of different stromal cell types; despite fairly comprehensive characterization of the stromal cells functions, their exact phenotype is still a matter of debate and different authors
adhere to different points of view [33, 42, 45, 58]. This
can partly be attributed to the fact that only some stromal cells have universal surface markers. Many surface
molecules are non-specific markers present in many
cell populations. For example, the adhesion molecules
ICAM-1 and VCAM-1 are considered to be the major
markers for most of the mature lymph nodes stromal
cells and their progenitors; these molecules enable both
intercellular contacts in the stroma and interaction
with incoming immune cells that express appropriate
integrins on their surface [32, 59]. A glycoprotein podoplanin (gp38) is an important marker for some types of
lymph node stromal cells, primarily LECs and FRCs.
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This molecule plays an important role in maintaining a
normal state of vascular endothelial cells and a lymph
node capsule, regulates the supply of blood and lymph
to the node, migration of dendritic cells, and adaptive
FRC reaction in case of a strong inflammation [54, 60].
All endothelial cells express CD31 as the primary endothelial marker. Specific surface markers are unknown
for most lymph nodes stromal cells, and they are classified either by a combination of several “pan-markers”
or based on the expression of specific genes and production of respective factors; however, this classification has not been fully accepted yet. For example, until
recently the expression of CXCL13 chemokine in a mature lymph node had been attributed solely to FDCs,
putative key players in the B-cell response. However,
there is now evidence that marginal zone reticular cells
(MRCs) and even FRCs can also synthesize CXCL13,
and disruption of its production by these cells has a significant impact on the function of B-lymphocytes and
the immune response [42, 44]. Nevertheless, a portion
of stromal cells can be identified by the expression of a
combination of several surface markers. For example,
FDCs express CD35, CD21 (complement receptors),
FcγRIIB, which detect immune complexes for subsequent presentation to B-lymphocytes in the germinal centers, and do not express typical hematopoietic
surface markers (e.g., CD45) [45]. MRCs and, possibly,
FDCs express MAdCAM-1 adhesion molecules [55].
FRCs are often identified on the basis of production of
extracellular matrix components, which are necessary
for conduits assembly, e.g. ER-TR7 [58]; however, these
markers can only be used in immunohistochemical
staining of lymph nodes sections, but not in cytometry
when the cells are not bound to the matrix components.
LECs typically express the Lyve-1 marker, and in mature lymph node HEVCs, in contrast to BECs, specifically express PNAd adressin and MAdCAM-1 adhesion
molecules [42].
To summarize, the stromal compartment of lymph
nodes and other secondary lymphoid organs is under
active investigation and many aspects still have to be
elucidated to fully understand the functions of all participating cells. This insight is important for the bioengineering of artificial lymphoid organs, the purpose of
which is to create a functional organ from a minimum
number of well-characterized components. The data
on the functioning of lymphoid organs suggest that
in order to be effective an artificial lymph node must
have the appropriate infrastructure, which is mainly
represented by a properly organized stromal compartment. The presence of all the necessary components of
the stroma will define the effectiveness of a particular immune response that occurs in the system, and it
will allow one to track the development of an artificial
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Fig. 2. Schematic representation of mouse lymph node development. It begins with lymph sacs formation from venule
endotelial cells. These sacs then produce the entire lymphatic system and some of them produce lymph nodes. Initiation of lymph node development seems to be dependent on retinoic acid (RA) production by proximal nerve fibers. RA
probably signals through its receptor on mesenchymal cells around lymph sacs and stimulates them to produce CXCL13
chemokine and other cytokines. CXCL13 promotes migration of LTiC to the lymph sac, leading to the formation of lymph
node anlagen. LTiC express on their surface LTαβ that interacts with LTβR on mesenchymal cells, converting them to
LToC. This process is key in the development of most of the secondary lymphoid organs, including the lymph nodes.
Activation of LTβR leads to further differentiation of LToC from which all mature lymph node stromal cell subtypes seem
to originate. LToC produce many LN-specific chemokines and cytokines. They also start to express adhesion molecules
on their surface, such as MAdCAM-1 and PNAd, which are required for the migration of lymphocytes to the lymph
nodes. Lymphocytes act on stromal cells in many ways, engaging different members of the TNF superfamily, like TNF itself , LT, LIGHT and others. This promotes further maturation of the lymph node stromal cells and the formation of T- and
B-zones.

organ based on the analysis of the stromal cells’ composition.
EMBRYONIC DEVELOPMENT OF LYMPH NODES
Successful bioengineering of artificial lymph nodes requires good understanding of the processes that define the development of lymphoid organs during the
embryogenesis. Such knowledge may allow one to differentiate all necessary types of cells from their progenitor cells extracted from fetal tissue or make it possible to develop the whole organ from the progenitor
cells. Lymphoid organ development is shown in Fig. 2,
using a lymph node as an example. It has been established that during the embryogenesis a lymph node

anlagen is created in certain areas as a result of venules
endothelial cells differentiation into lymphatic endothelium [61] and the formation of an endothelial lymph
sac, which later participates in the development of the
capsule and network of conduits in the lymph node
and connects the organ to the lymphatic and circulatory systems [32]. Further development involves poorly
differentiated mesenchymal cells around the vessels
(pericytes), which are progenitors of FDCs, and, apparently, of all other stromal cells except for endothelial ones [45]. This has recently been demonstrated for
the development of the spleen: FDCs, FRCs, and other
stromal cells were derived from progenitor cells which
expressed the transcription factors Nkx2-5 and Islet-1,
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important for the embryogenesis of spleen and pancreas [62]; however, for lymph nodes the origin of all
types of stromal cells from a single population of progenitor cells requires more rigorous evidence. Lymph
sacs originate the lymphatic system of the body, as
well as lymph nodes. Lymph node location is defined
by local secretion of retinoic acid (RA) by nerve fibers
endings [63]. Under the influence of RA, mesenchymal
progenitors begin secreting CXCL13 chemokine, which
attracts lymphoid-tissue-inducer cells (LTiC), with the
adhesion molecules ICAM-1 and VCAM-1 on their surface. From that moment onward, the mesenchymal
progenitor cells are called lymphoid-tissue-organizer
cells (LToC). LTiCs migrate to the lymph node anlagen,
primarily under the influence of the CXCL13 chemokine concentration gradient and interact with LToC
[63]. It has been established that signal transmission
through LTβR located on the LToC surface is crucial
at this stage [64]. The LTα1β2 heterotrimer is the main
LTβR ligand involved in the lymph node embryogenesis, and it appears on the LTiCs surface after their interaction with a soluble factor, TRANCE (RANK-L),
the exact source of which is unknown, but it is assumed
that LTiCs can themselves be the source [59, 65, 66].
Mice deficient in LTβR or LTα have no secondary lymphoid organs (except for the nasal-associated lymphoid
tissue [67]), and mice with genetic LTβ inactivation develop only cervical and mesenteric lymph nodes, which
suggests that this signaling pathway is critically important for embryonic development [34, 59]. This signal
pathway triggers further LToCs differentiation, which
leads to increased expression of adhesion molecules and
appearance of MAdCAM-1 and PNAd on the cell surface, as well as to increased expression of chemokines
that attract new hematopoietic cells to the location of
the future lymph node [32, 59, 64]. Signaling through
the TNFR1 receptor is another important molecular
cascade for the development of lymphoid organs. It has
been demonstrated that genetic inactivation of either
TNF or TNFR1 in mice leads to disruption of FDCs development and, consequently, to the absence of germinal centers in lymphoid organs [68]. It should be noted
that members of the TNF superfamily play an important role in the development and maintenance of not
only lymph nodes, but also all other lymphoid organs
[34, 59, 65, 68–71]. Therefore, there is a synergy of different signaling pathways, which eventually results in
a fully developed and functional immune system.
The next step of development, apparently, involves
the accumulation of hematopoietic cells in the forming lymph node, which results in its growth, further
differentiation of stromal cells, development of high
endothelial venules, primordial follicles, and other
compartments characteristic of lymph nodes [32, 59,
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72]. At the initial stages, the development of structural compartments in lymph nodes does not involve Tor B-lymphocytes; however, at the later stages they
actively penetrate into the organs and participate in
the final maturation of lymphoid follicles and further
maintenance of the stroma infrastructure via LTβR
and TNFR signaling [26, 36]. In addition to LTα1β2, another LTβR ligand, LIGHT, plays a crucial role in this
process [65]. Thus, the development and functioning
of a mature lymph node (as well as other secondary
lymphoid organs) depends strongly on the interaction
between mesenchymal and hematopoietic cells, which
should be taken into account in the bioengineering of
these organs. Both cell components (as mature cells or,
possibly, progenitor cells) must be properly arranged
in the lymph node development site for its effective
maturation and subsequent functioning.
BIOMATERIALS FOR ARTIFICIAL ORGANS ENGINEERING
In addition to the minimum set of cell types required
for the functioning of an artificial lymph node, it is
important to create a framework that will serve as a
structural scaffold for a proper spatial arrangement of
the cells, a prerequisite for their effective interaction.
During ontogenesis, the stromal cells create the necessary structure themselves and it consists primarily of
polymeric, preferably collagen, fibers [58, 59]. In the
case of bioengineering of an artificial lymph node, it is
necessary to initially create a three-dimensional scaffold on which the cells will create a three-dimensional
cell culture, and, subsequently, a fully fledged node.
This is extremely important at the early stages, when
the cells have not yet created their own polymeric scaffold necessary for further differentiation, survival, and
functionality.
Artificial scaffolds based on biomaterials appear to
be the most promising ones for the bioengineering of
lymphoid organs. Such materials consist primarily of
modified polymers of natural origin, both polysaccharides and proteins: fibroin (main component of the silk
cocoon of silkworm Bombyx mori) (Fig. 3) [35, 36], spidroin (primary component of a spider’s web) [73–75],
alginate (mixture of polysaccharides from algae cell
wall) [76], collagen [77], etc. Synthetic polymers are also
used, e.g., PLG (polylactate-co-glycolate), PLA (polylactate), PGA (polyglycolate), etc [78]. Various modifications of the substrate (e.g. by hydroxyapatite or collagen (gelatin)) are used to improve certain polymer
properties such as elasticity, immunogenicity, adhesiveness, and resistance to outside factors [79].
The absence of antigenic, carcinogenic, toxic, and
other properties limiting their use in medicine is a
mandatory requirement for bioengineering materials.
Such effects are typically associated with the presence
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Fig. 3. Polymeric fibroin scaffolds for artificial lymphoid
organ bioengineering. A SEM image of a mixed culture
of bone marrow-derived dendritic cells and splenocytes
is shown. A dendritic cell (in the middle) interacts with a
group of lymphocytes (around the DC) on the surface of
the scaffold seen on the periphery

of reactive groups formed by monomers or initiators
of a polymerization reaction in the polymer substrate.
Therefore, for future use it is necessary to carefully
monitor the composition of the material and its purification and modifications [80]. Adverse effects in vivo
are the main reason why many biomaterials have not
yet found wide clinical application. There have been
attempts to improve the properties of bioengineered
materials; several types of structures which have been
shown to be biocompatible in animal experiments have
already been selected [11, 75]. However, it is impossible
to avoid the immune response entirely, since most materials are allogenic. The main objective in the development of these materials is to avoid a systemic response
and acute inflammation.
All these biomaterials usually come in the form of
three-dimensional scaffolds with a cellular structure
which is as close as possible to the fibrous structure of
the extracellular matrix in animal tissues. By analogy,
such bioengineered structures are also referred to as
matrices, emphasizing their use as scaffolds; three-dimensional backbones for the cultivation of plated cell
populations. This approach has been applied primarily
in the preparation of 3D cell cultures, since it is known
that many features of cell interaction in a functioning
organ cannot be reproduced in vitro on plate surfaces

[81]. The matrix may be a gel-like polymer network,
for example, a collagen matrix, or it can have a more
solid structure which retains its shape during mechanical manipulations, such as implantation into an animal
model. The latter is the most important for the potential use of the material in medicine, direct studies of cell
behavior in living models, and for the bioengineering
of artificial organs. A variety of approaches are used to
create the appropriate shape and texture of the matrix
[78]. Polymerization of a monomer which will form the
matrix has to create the appropriate three-dimensional
porous structure; otherwise, the scaffold space will not
be available for colonization by cells or saturation by
any other substance.
In some studies, natural extracellular matrices from
animal organisms, freed from inhabiting cells, are used
to improve biocompatibility [82]. These materials do not
induce an immune response upon implantation, since
they are not allogenic, but they are usually more susceptible to enzyme degradation, which can be both advantageous and undesirable, depending on the task at
hand.
However, scaffolding for an artificial organ is not the
only implementation for such systems. Recently, the use
of scaffolds for binding various kinds of soluble biological factors and their subsequent gradual diffusion from
the matrix have been attracting increasing attention,
since it ensures a gradual and extended release of biologically active substances over time. In the context of
the bioengineering of artificial lymph nodes, this approach is promising, because it allows one to create an
artificial gradient of chemokines and growth factors
which may be necessary for the initiation of the maintenance program for organ development. As discussed
above, during embryogenesis cells are recruited to the
lymph node site and subsequently differentiated via the
expression of, primarily, CXCL13 chemokine by stromal
cell progenitors. In constructing artificial organs, special
polymer particles can become sources of this chemokine, and they are being developed by several research
groups at the moment. For example, a group of authors
[83] has reported on the development of alginate microspheres which can be saturated by a chemokine and will
be subsequently gradually released into the medium.
Such microspheres have a size of 5–20 µm, which allows for various manipulations; e.g., they can be used as
a source of substances that attract cells for organs and
tissues modeling in vitro. Another approach to the development of materials that ensure a controlled release
of factors is to use biodegradable polymers covalently
crosslinked by an active substance. The action of the
enzymes or spontaneous hydrolysis will also gradually
release the factors linked to the matrix, allowing them
to perform their biological function [84].
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ADVANCES IN BIOENGINEERING OF
ARTIFICIAL LYMPHOID ORGANS
As we have noted, bioengineering of artificial organs is
important, first and foremost, due to its potential clinical application. The possible use of these organs for reprogramming the immune response in a number of diseases is very appealing. For each specific task, the final
system does not even have to have all the characteristics of normal organs, but rather only those that are
relevant to the necessary function. If artificial lymph
nodes are able to ensure recruitment, survival, interaction, activation and functioning of immune cells, it
will be possible to direct the immune response towards
the specific, most effective, direction. Artificial lymph
nodes can be populated in vitro by activated DCs that
are loaded with specific antigens. After implantation
of such systems, dendritic cells will interact with incoming lymphocytes, regulating their differentiation
and functional activity. The advantage of such systems
over vaccination with antigens or administration of a
suspension of activated DCs lies in the fact that they
will represent the vast majority of antigen-presenting
cells in an artificial lymph node, and therefore there
is a high probability that every incoming lymphocyte,
specific to the antigen, will be influenced by certain
cytokines and costimulatory molecules at the DCs surface. The implantation of such systems directly into
the center of tumor growth or autoimmune reactions
is expected to allow one to reprogram the specific lymphocytes and, therefore, will afford therapeutic effect.
Although the implementation of this idea still requires
a lengthy process of development of a fully functional artificial lymph node, it is already possible to create
truncated systems that may have some clinical significance. The major published advances in this field are
summarized in the Table.
For example, the feasibility of using a matrix for
vaccination against melanoma has been demonstrated
in mice [11, 85]. For this purpose, a PLG-matrix was
saturated with a granulocyte-macrophage colonystimulating factor (GM-CSF), a synthetic oligonucleotide containing unmethylated CpG repeats, and with
partially lysed melanoma cells. The study measured the
therapeutic effect on the melanoma. Previously, it has
been established that GM-CSF is essential in recruiting
and activating murine dendritic cells. CpG was added
to stimulate DCs differentiation towards a direction
leading to the activation of type I T-helper cells, which
are considered to be the most appropriate response to
a tumor [86]. It has been shown that implantation of
such “structural vaccines” as a three-dimensional matrix leads to the recruitment of murine skin DCs, their
activation, and subsequent migration into the draining lymph node. In the node, they are involved in the
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maturation of specific T-helper type I cells, which ultimately leads to an increased anti-tumor response in a
mouse, which manifests itself as reduced mortality in
transplanted tumor models. In this paper, the matrix,
which was saturated with factors of differentiation, recruitment of dendritic cells, and tumor antigens, partially functioned as a tertiary lymphoid organ. This is
the simplest possible model that, nevertheless, allowed
functional interaction between the implanted structure and the mouse lymphatic system that resulted in
a specifically directed immune response. It has been
shown that tumors are rejected due to the induction
of a strong cytotoxic response of CD8+ lymphocytes.
Importantly, this treatment regimen has already
been adapted to humans and is currently in the first
stage of clinical trials (https://clinicaltrials.gov/show/
NCT01753089).
In another model, which was closer to a real immune
organ [10], the authors tried to create a prototype of a
human lymph node in vitro. To that end, they developed a bioreactor that imitated the organ’s position
relative to the vascular system of the body. It consisted
of a first chamber that contained the matrix with dendritic cells and represented a lymph node, and a second
chamber that contained a suspension of lymphocytes
to model blood flow. The chambers communicated with
each other through a porous membrane that enabled
free circulation of both the soluble factors and the cells.
It has been shown that, subject to regular change of the
medium, such a culture is quite stable and can survive
for at least 2 weeks with preserved activity of the cells.
After 2 weeks of cultivation, the matrix was found
to contain T- and B-lymphocytes populations which
came from the adjacent chamber of the bioreactor, in
addition to the dendritic cells. Both the lymphocytes
and dendritic cells formed clusters within the matrix,
which could be an indication of their potential functional activity. This model was proposed as a possible
test system for studying the effects of certain drugs, as
well as for studying cellular interactions in vitro. The
model is a rather faithful representation of some of the
processes in a lymph node; namely, the migration of
lymphocytes and their interaction with dendritic cells.
However, despite the advances in the bioengineering of truncated models of lymph nodes, it has become
clear that a fully fledged organ cannot exist and function without its special constituent stroma. This resulted from both extensive studies of stromal cells biology
and attempts to use them to model lymphoid tissue.
These two lines of research were combined into one in
[87]. A sufficiently strong local inflammation is known
to results in increased size and cellularity of the draining lymph nodes. This adaptive reaction is supported
by an elevated rate of FRCs divisions in the lymph node
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Published models of artificial lymphoid organs
Type of object

Polymeric scaffold

Bioengineered
PLG-matrix saturated with
vaccine
GM-CSF, CpG and tumor
against
cells lysate
melanoma
In vitro model Polysulfone bioreactor with
polypropylene fibers as
of a human
lymph node, a vessels and agarose matrix on
which the cells were grown
bioreactor
FRCs compartment of a
murine lymph
node

Polyurethane matrix modified with collagen

Artificial
murine lymph
node

Collagen matrix

Artificial
murine
thymus

No polymeric scaffold

Cellular composition

Functional activity

Recruiting of dendritic cells, resulting in
their maturation, and subsequent migration into the draining lymph node, activation of anti-tumor immune response
After the system is initiated: secretion of
Myeloid dencytokines and specific antibodies, formadritic cells, T- and
tion of immune memory in response to an
B-lymphocytes
antigenic stimulus
Adaptive FRCs response to changes in
the fluid flow rate through the matrix,
Fibroblast reticular
including increased production of the
cells (FRCs)
CCL21 and CCL19 chemokines and
elevated rate of cell division
After implantation of the matrix with the
cells under the kidney capsule: migration
Thymic epithelial
of lymphocytes, formation of T and
cell line which proB-zones, production of antigen-specific
duced LTα, and
antibodies. After the transfer of the
myeloid dendritic
artificial lymph node into immunodeficells
cient mice production of antibodies was
restored
Aggregates of fetal
After implantation into athymic mice:
thymocytes, mesthe aggregates ensured full thymic
enchymal cells and function, generated naive T-lymphocytes
Foxn1+ fibroblasts
of all major subtypes
Myeloid dendritic
cells

proximal to the inflammation site and increase in the
level of expression of the CCL21 and CCL19 chemokines, which attracts a lot of lymphocytes and dendritic
cells to this lymph node. Since one of the first changes
in local inflammation is a significant increase in the
lymph flow rate through the draining lymph node [88],
it has been suggested that FRCs may react to changes
in the lymph flow rate in the system of conduits, which
initiates a number of functional changes, such as an
increase in chemokines production by these cells. To
test this hypothesis, the authors constructed an in vitro lymph node model consisting of a matrix populated
with a stable line of fibroblast reticular cells, with controlled flow of the lymphatic fluid through the model. It
was shown that the secretion of CCL21 and CCL19 by
the cells was higher under fluid flow conditions than in
the static system. Moreover, the lymph flow affected
not only the expression of the chemokines, but also the
rate of cell division, as well as their spatial organization
in the matrix.
Remarkably, in the case of fluid flow, some cells
formed specific channel-like structures oriented along
the direction of the flow. This organization was not
observed under the static conditions. In addition, the
lymph flow resulted in a reorganization of the matrix
by the cells located within it and creation of spatially

Reference
[11, 49,
51]

[10, 52]

[50]

[53, 54]

[55]

oriented structures. Presumably, in addition to being
involved in the lymph node response to inflammation,
the lymph flow may also play a role in the organization
of the organ structure, adjusting the position and function of the stromal cells.
This is a very interesting observation, made for a
simple lymph node prototype consisting of just one
type of stromal cells, which nonetheless clearly demonstrated a complex systemic interaction between all
components that can be explored entirely in a model of
an artificial lymphoid organ.
The biggest success in the bioengineering of artificial lymph nodes has been achiev by Japanese scientists, who have developed a system based on a collagen matrix [89, 90]. They populated these matrices
with a TEL-2 thymic epithelial cell line [91] previously
transfected with a vector containing a lymphotoxin α
(LTα) gene, as well as DCs derived from a bone marrow culture. They implanted these structures under
the kidney capsule of a mouse and observed the migration of recipient lymphocytes into the matrix and a
spatial cluster-like organization of T- and B-cells in the
matrix, similar to their organization in the lymph node.
They have also demonstrated that prior population of
the matrix with dendritic cells is necessary for efficient
migration of recipient cells into it. Furthermore, cells
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expressing endothelial markers were detected in the
matrix, which indicated blood vessels growth. After
some time in a mouse model, the matrix was recovered
and transferred into mice with severe, combined immunodeficiency (SCID). After transplantation, the immunodeficient mice displayed a migration of cells from
the matrix into the spleen and secretion of IgG antibodies. If the populated matrices were initially implanted
into mice previously immunized with a protein antigen
(modified ovalbumin NP-OVA was used in the experiment), their subsequent transfer to immunodeficient
mice resulted in the latter producing antibodies specific
to that antigen. The wealth of data suggests that it is
reasonable to call the system ‘an artificial lymph node’.
It should be noted that this work used collagen matrices which quickly degraded and shrunk in size, which
could have affected their efficiency in the long-term
experiments. Bioengineered scaffolds should use more
inert materials to ensure the long-term presence and
functioning of an artificial lymphoid organ in a recipient’s body.
Development of artificial thymus is another equally
important task. It may play an important role in medicine, since thymus evolution with age results in a decrease in the number of new T-lymphocytes in the
human body and subsequent deterioration of the immune response to new infections. Development of artificial thymus could help solve this problem. Recently,
a promising study [92] was published which describes
a system for producing thymic epithelial cells (TECs),
which are required for thymus functioning, using in
vitro reprogramming of mouse embryonic fibroblasts
(MEF) under the influence of Foxn1, a transcription
factor important for TECs. It was shown that over the
course of their differentiation the transformed cells
acquired a normal TECs phenotype: they expressed
surface markers (EpCAM) and genes for factors that
are important for their functional activity (Dll4, CCL25,
Kitl et al.). In addition, despite the involvement of the
Foxn1 factor in the development of skin epithelial cells,
the transformed MEFs do not express genes specific to
them, which indicates their orientation towards thymic, rather than skin, epithelium. The resulting cells
were then characterized by their ability to ensure in vitro maturation of T-cells progenitors, imitating the process that occurs in normal thymus. It has been shown
that co-cultivation of a transformed MEF and T-cells
progenitors leads to the formation of a transient population of thymocytes (CD4+CD8+), as well as terminally
differentiated CD4+ and CD8+ naive T-cells in quantities comparable to those obtained when TECs isolated
from embryonic mouse thymus are used as the stroma.
Untransformed MEF did not enable thymocytes maturation. It is important that the resulting cells expressed
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MHC class II molecules at a level comparable with that
of normal TECs. These MHC class II molecules were
only expressed after T-lymphocytes progenitors were
added to the culture, emphasizing the importance of
interaction between stromal and hematopoietic cells for
the functioning of the lymphoid tissues. It is well known
that MHC class II molecules on the surface of TECs
are important for the selection of thymocytes in the
thymus by their ability to recognize major histocompatibility complex molecules and only insignificantly
bound autoantigens in order to generate autotolerant
functional cells. Notably, the latter function depends
on the TECs AIRE gene that is expressed by Foxn1transformed fibroblasts, as well. Finally, the resulting
cells were used as a base for an artificial thymus model. For this purpose, tissue aggregates were produced
from three cell types: T-lymphocyte progenitors, fetal
thymus mesenchymal stroma as a source of survival
factors, and transformed MEFs. Once these aggregates
were produced, they were implanted under the mouse
kidney capsule and thymic tissue formation was observed after 3–4 weeks. An examination of this tissue’s
composition revealed that aggregates obtained using
the transformed fibroblasts reproduced normal thymus tissue in terms of its structure and function. These
organelles were comparable to the artificial tissue obtained by implantation of embryonic TECs, whereas
cell aggregates with non-transformed MEFs were unable to produce thymus tissue. The resulting system
can be confidently called a prototype of artificial thymus. Just like the normal thymus, it had two subtypes
of TECs necessary for proper thymocytes selection and
their spatial zoning. The expression profiles of TECspecific genes and surface markers were comparable
to the profiles in the normal embryonic thymus. The
artificial thymus was able to support T-lymphocytes
differentiation towards both TCRαβ CD4+/CD8+ and
TCRγδ T-lymphocytes. Finally, the implantation of the
systems to athymic (nude) mice resulted in detection of
mature naive T-lymphocytes in their peripheral blood
and spleen, which confirms the full functionality of the
organ. This work is an important step on the way towards bioengineering of artificial thymus, including for
clinical purposes [92]. However, the issue of the mesenchymal compartment remained unaddressed, since
in this work it was formed by the fetal thymus tissue,
which would be impossible if the artificial organ is produced for an adult organism. Overcoming this obstacle
will open the way to the development of fully functional bioengineered active organs that can promote
better understanding of the nature of the thymocyte
selection process occurring in the thymus and can become an important tool in the treatment of human immunodeficiency.
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It should be stressed that while the approaches relying on transformed cell lines are useful for research,
they have no potential clinical use. Moreover, even in
the laboratory such models are limited to a single line
of animals from which the culture is derived. Two possible approaches to resolving this issue have been proposed: the use of cell-free systems or primary cell cultures. The first idea is based on the introduction of a
pre-defined mixture of factors into the matrix, which
will be used as the basis for an artificial organ, in order
to attract and ensure the survival and differentiation of
lymphoid and stromal progenitor cells imitating normal
lymph node development. Additional biomaterials ensuring a gradual release of substances, such as alginate
microspheres, can be used to create a concentration
gradient of these factors. Candidate factors include the
CCL19, CXCL13 chemokines, the BAFF, IL-7, VEGF,
PDGF cytokines, and others. Regulation of the dynamics of individual release for each factor can ensure recruitment of progenitor cells from the bloodstream and
their subsequent differentiation, without prior colonization of the matrix by any cells. Recently, a model was
described in which the matrix included two cytokines,
VEGF and PDGF [93]. It has been shown that tailored
release dynamics for each factor can effectively stimulate angiogenesis at the site of the matrix implantation, which is necessary for the migration of cells and
nutrients into it. Construction of artificial organs using
this approach will, of course, require a combination of
a higher number of factors.
If a cell-free system proves not enough for the bioengineering of clinically efficient artificial lymphoid
organs, it will become necessary to develop a protocol
for the use of cells. In this case, the most promising approach appears to be associated with the use of induced
pluripotent stem cells (iPSC), which are expected to be
the “next big thing” in the field of personalized medicine [94]. To date, there are several published works in
which iPSCs were successfully used to create models of
human organs: e.g. small intestine [95, 96]. In the context of artificial lymphoid organs, iPSCs can serve as
a source of stromal compartment which ensures functional activity of the organ. This possibility has recently
been discussed in a review of artificial thymus bioengineering [97]. In the future, this promising approach can
be applied to other lymphoid organs.
CONCLUSION
Even though several models of artificial lymphoid organs have been developed to date, a critical analysis
has identified several problems that still need addressing. The use of transformed cells places obvious lim-

itations on clinical application. Organ bioengineering
using primary cell cultures has also been of limited use,
mostly due to the fact that there are no adequate experimental protocols for many types of cells, especially stromal cells, describing their isolation, cultivation,
and maintenance of their differentiated state. The most
promising approach for clinical use is to obtain all or
most of the cell types either from their progenitors or
by transdifferentiation of mature cells; e.g. via iPSCs.
Some cell types are readily available in primary cultures, including those of human cells, and this has already become the basis of several therapy regimens,
such as adoptive transfer of dendritic cells or lymphocytes. It is only natural to suggest a combination of the
two approaches: introduce some cells directly into the
artificial lymph node scaffold as primary cultures, and
compensate for the lack of others by adding factors,
anticipating that such a combination would be enough
to initiate the process of organ formation, and that all
other cells will develop there later from the recruited
progenitor cells. Today, many studies are conducted in
this field.
In summary, the development of artificial lymphoid
organs is an important task in modern immunology
and biomedicine both from the theoretical and practical points of view. Success in this area is associated
not only with advances in bioengineering, but also with
recent progress in understanding the processes of lymphoid organs formation and functioning. This subject
is at the crossroads of several scientific fields: bioengineering, immunology, systems biology, and regenerative medicine and, therefore, requires a comprehensive
approach to research which would combine different
ideas and take into account all or most of the factors responsible for the functioning of such complex systems
as lymphoid organs.
The authors would like to thank AA Kruglov for
valuable discussions and helpful comments. Electron
microscopic images of the matrices were obtained
by A.Yu. Arkhipova with the support of the SKC of
the Moscow State University and with the financial
support of the Ministry of Education and Science of
the Russian Federation.
The studies of the interactions of immune cells and
cytokines as regulators of this process were supported
by the program of the Presidium of the Russian
Academy of Sciences “Molecular and Cell Biology”;
the studies of development and research of multidimensional cell systems were supported by the RFBR
(grant № 14-04-01799).

VOL. 8 № 2 (29) 2016 | ACTA NATURAE | 21

REVIEWS

REFERENCES
1. Hussain A., Takahashi K., Sonobe J., Tabata Y., Bessho K.
// J. Maxillofac. Oral Surg. 2014. V. 13. № 1. P. 29–35.
2. Rose F.R.A.J., Oreffo R.O.C. // Biochem. Biophys. Res.
Commun. 2002. V. 292. № 1. P. 1–7.
3. Rezwan K., Chen Q.Z., Blaker J.J., Boccaccini A.R. //
Biomaterials. 2006. V. 27. № 18. P. 3413–3431.
4. Lutolf M.P., Hubbell J.A. // Nat. Biotechnol. 2005. V. 23.
№ 1. P. 47–55.
5. Nayak S., Dey S., Kundu S.C. // PLoS One. 2013. V. 8. № 9.
P. 1–17.
6. Sun B.K., Siprashvili Z., Khavari P.A. // Science. 2014.
V. 346. № 6212. P. 941–945.
7. Scarrit M.E., Pashos N.C., Bunnell B.A. // Front. Bioeng.
Biotechnol. 2015. V. 3. P. 43.
8. Tan J.K.H., Watanabe T. // Adv. Immunol. 2010. V. 105.
P. 131–157.
9. Cupedo T., Stroock A.D., Coles M.C. // Front. Immunol.
2012. V. 3. P. 1–6.
10. Giese C., Demmler C.D., Ammer R., Hartmann S., Lubitz
A., Miller L., Müller R., Marx U. // Artif. Organs. 2006.
V. 30. № 10. P. 803–808.
11. Ali O.A., Huebsch N., Cao L., Dranoff G., Mooney D.J. //
Nat. Mater. 2009. V. 8. № 2. P. 151–158.
12. Martino M.M., Brkic S., Bovo E., Burger M., Schaefer
D.J., Wolff T., Gürke L., Briquez P.S., Larsson H.M., GianniBarrera R., et al. // Front. Bioeng. Biotechnol. 2015. V. 3. P. 45.
13. Facchetti F., Blanzuoli L., Ungari M., Alebardi O., Vermi
W. // Springer Semin. Immunopathol. 1998. V. 19. № 4.
P. 459–478.
14. Owen J.J., Jordan R.K., Raff M.C. // Eur. J. Immunol.
1975. V. 5. № 9. P. 653–655.
15. Dieu-Nosjean M.-C., Goc J., Giraldo N.A., SautèsFridman C., Fridman W.H. // Trends Immunol. 2014. V. 35.
№ 11. P. 571–580.
16. Rodewald H.-R. // Annu. Rev. Immunol. 2008. V. 26.
P. 355–388.
17. van de Pavert S.A., Mebius R.E. // Nat. Rev. Immunol.
2010. V. 10. № 9. P. 664–674.
18. Clark B.R., Keating A. B: Annals of the New York
Academy of Sciences. // 1995. V. 700. P. 70–78.
19. Anthony B.A., Link D.C. // Trends Immunol. 2014. V. 35.
№ 1. P. 32–37.
20. Tokoyoda K., Zehentmeier S., Chang H.D., Radbruch A.
// Eur. J. Immunol. 2009. V. 39. № 8. P. 2095–2099.
21. Klein L., Kyewski B., Allen P.M., Hogquist K.A. // Nat.
Rev. Immunol. 2014. V. 14. № 6. P. 377–391.
22. Koble C., Kyewski B. // J. Exp. Med. 2009. V. 206. № 7.
P. 1505–1513.
23. Anderson G., Jenkinson E.J. // Nat. Rev. Immunol. 2001.
V. 1. № 1. P. 31–40.
24. Manley N.R., Richie E.R., Blackburn C.C., Condie B.G.,
Sage J. // Front. Biosci. 2011. V. 17. P. 2461–2477.
25. Bajénoff M., Egen J.G., Koo L.Y., Laugier J.P., Brau F.,
Glaichenhaus N., Germain R.N. // Immunity. 2006. V. 25.
№ 6. P. 989–1001.
26. Malhotra D., Fletcher A.L., Turley S.J. // Immunol. Rev.
2013. V. 251. № 1. P. 160–176.
27. Junt T., Scandella E., Ludewig B. // Nat. Rev. Immunol.
2008. V. 8. № 10. P. 764–775.
28. Eberl G., Lochner M. // Mucosal Immunol. 2009. V. 2. № 6.
P. 478–485.
29. Newberry R.D. // Curr. Opin. Gastroenterol. 2008. V. 24.
№ 2. P. 121–128.

22 | ACTA NATURAE | VOL. 8 № 2 (29) 2016

30. Forchielli M.L., Walker A.W. // Br. J. Nutr. 2005. V. 93.
Suppl 1. P. S41–S48.
31. Mowat A.M. // Nat. Rev. Immunol. 2003. V. 3. № 4.
P. 331–341.
32. Randall T.D., Carragher D.M., Rangel-Moreno J. // Annu.
Rev. Immunol. 2008. V. 26. P. 627–650.
33. Buettner M., Pabst R., Bode U. // Trends Immunol. 2010.
V. 31. № 2. P. 80–86.
34. Alimzhanov M.B., Kuprash D.V, Kosco-Vilbois M.H.,
Luz A., Turetskaya R.L., Tarakhovsky A., Rajewsky K.,
Nedospasov S.A., Pfeffer K. // Proc. Natl. Acad. Sci. USA.
1997. V. 94. № 17. P. 9302–9307.
35. Cupedo T., Vondenhoff M.F.R., Heeregrave E.J., De
Weerd A.E., Jansen W., Jackson D.G., Kraal G., Mebius R.E.
// J. Immunol. 2004. V. 173. № 5. P. 2968–2975.
36. Rennert P.D., Browning J.L., Hochman P.S. // Int.
Immunol. 1997. V. 9. № 11. P. 1627–1639.
37. Luther S.A., Ansel M.K., Cyster J.G. // J. Exp. Med. 2003.
V. 197. № 9. P. 1191–1198.
38. Crivellato E., Vacca A., Ribatti D. // Trends Immunol.
2004. V. 25. № 4. P. 210–217.
39. Willard-Mack C.L. // Toxicol. Pathol. 2006. V. 34. № 5.
P. 409–424.
40. von Andrian U.H., Mempel T.R. // Nat. Rev. Immunol.
2003. V. 3. № 11. P. 867–878.
41. Crotty S. // Immunity. 2014. V. 41. № 4. P. 529–542.
42. Chang J.E., Turley S.J. // Trends Immunol. 2014. V. 36.
№ 1. P. 30–39.
43. Allen C.D.C., Cyster J.G. // Semin. Immunol. 2008. V. 20.
№ 1. P. 14–25.
44. Cremasco V., Woodruff M.C., Onder L., Cupovic J.,
Nieves-Bonilla J.M., Schildberg F.A., Chang J.E., Cremasco
F., Harvey C.J., Wucherpfennig K.W., et al. // Nat. Immunol.
2014. P. 1–11.
45. Aguzzi A., Kranich J., Krautler N.J. // Trends Immunol.
2014. V. 35. № 3. P. 105–113.
46. Banchereau J., Briere F., Christophe C., Davoust J.,
Lebecque S., Liu Y.-J., Pulendran B., Palucka K. // Annu.
Rev. Immunol. 2000. № 18. P. 767–811.
47. Steinman R.M. // Annu. Rev. Immunol. 1991. V. 9. P. 271–296.
48. Sixt M., Kanazawa N., Selg M., Samson T., Roos
G., Reinhardt D.P., Pabst R., Lutz M.B., Sorokin L. //
Immunity. 2005. V. 22. № 1. P. 19–29.
49. Pappu R., Schwab S.R., Cornelissen I., Pereira J.P., Regard
J.B., Xu Y., Camerer E., Zheng Y.-W., Huang Y., Cyster J.G.,
et al. // Science. 2007. V. 316. № 5822. P. 295–298.
50. Matloubian M., Lo C.G., Cinamon G., Lesneski M.J., Xu
Y., Brinkmann V., Allende M.L., Proia R.L., Cyster J.G. //
Nature. 2004. V. 427. № 6972. P. 355–360.
51. Bajénoff M., Egen J.G., Qi H., Huang A.Y.C., Castellino
F., Germain R.N. // Trends Immunol. 2007. V. 28. № 8.
P. 346–352.
52. Link A., Vogt T.K., Favre S., Britschgi M.R., Acha-Orbea
H., Hinz B., Cyster J.G., Luther S.A. // Nat. Immunol. 2007.
V. 8. № 11. P. 1255–1265.
53. Randolph G.J., Angeli V., Swartz M.A. // Nat. Rev.
Immunol. 2005. V. 5. № 8. P. 617–628.
54. Acton S.E., Astarita J.L., Malhotra D., Lukacs-Kornek V.,
Franz B., Hess P.R., Jakus Z., Kuligowski M., Fletcher A.L.,
Elpek K.G., et al. // Immunity. 2012. V. 37. № 2. P. 276–289.
55. Katakai T. // Front. Immunol. 2012. V. 3. P. 200–205.
56. Katakai T., Suto H., Sugai M., Gonda H., Togawa A.,
Suematsu S., Ebisuno Y., Katagiri K., Kinashi T., Shimizu
A. // J. Immunol. 2008. V. 181. № 9. P. 6189–6200.

REVIEWS
57. Jarjour M., Jorquera A., Mondor I., Wienert S., Narang P.,
Coles M.C., Klauschen F., Bajénoff M. // J. Exp. Med. 2014.
V. 211. № 6. P. 1109–1122.
58. Fletcher A.L., Acton S.E., Knoblich K. // Nat. Rev.
Immunol. 2015. P. 1–12.
59. Mebius R.E. // Nat. Rev. Immunol. 2003. V. 3. № 4.
P. 292–303.
60. Astarita J.L., Acton S.E., Turley S.J. // Front. Immunol.
2012. V. 3. P. 1–11.
61. Nicenboim J., Malkinson G., Lupo T., Asaf L., Sela Y.,
Mayseless O., Gibbs-Bar L., Senderovich N., Hashimshony
T., Shin M., et al. // Nature. 2015. V. 522. P. 56–61.
62. Castagnaro L., Lenti E., Maruzzelli S., Spinardi L.,
Migliori E., Farinello D., Sitia G., Harrelson Z., Evans
S.M., Guidotti L.G., et al. // Immunity. 2013. V. 38. № 4.
P. 782–791.
63. van de Pavert S.A., Olivier B.J., Goverse G., Vondenhoff
M.F.R., Greuter M., Beke P., Kusser K., Höpken U.E., Lipp
M., Niederreither K., et al. // Nat. Immunol. 2009. V. 10.
№ 11. P. 1193–1099.
64. Bénézech C., White A., Mader E., Serre K., Parnell S.,
Pfeffer K., Ware C.F., Anderson G., Caamaño J.H. // J.
Immunol. 2010. V. 184. № 8. P. 4521–4530.
65. Lu T.T., Browning J.L. // Front. Immunol. 2014. V. 5. P. 47.
66. Yoshida H., Naito A., Inoue J.-I., Satoh M., Santee-Cooper
S.M., Ware C.F., Togawa A., Nishikawa S., Nishikawa S.-I.
// Immunity. 2002. V. 17. № 6. P. 823–833.
67. Bienenstock J., McDermott M.R. // Immunol. Rev. 2005.
V. 206. P. 22–31.
68. Ware C.F. // Annu. Rev. Immunol. 2005. V. 23. P. 787–819.
69. Fütterer A., Mink K., Luz A., Kosco-Vilbois M.H., Pfeffer
K. // Immunity. 1998. V. 9. № 1. P. 59–70.
70. Kuprash D. V, Alimzhanov M.B., Tumanov A. V,
Anderson A.O., Pfeffer K., Nedospasov S.A. // J. Immunol.
1999. V. 163. № 12. P. 6575–6580.
71. Kuprash D. V, Tumanov A. V, Liepinsh D.J., Koroleva
E.P., Drutskaya M.S., Kruglov A.A., Shakhov A.N., Southon
E., Murphy W.J., Tessarollo L., et al. // Eur. J. Immunol.
2005. V. 35. № 5. P. 1592–1600.
72. Blum K.S., Pabst R. // J. Anat. 2006. V. 209. № 5. P. 585–
595.
73. Altman G.H., Diaz F., Jakuba C., Calabro T., Horan R.L.,
Chen J., Lu H., Richmond J., Kaplan D.L. // Biomaterials.
2003. V. 24. № 3. P. 401–416.
74. Agapov I.I., Moisenovich M.M., Vasiljeva T. V,
Pustovalova O.L., Kon’kov A.S., Arkhipova A.Y., Sokolova
O.S., Bogush V.G., Sevastianov V.I., Debabov V.G., et al. //
Dokl. Biochem. Biophys. 2010. V. 433. № 5. P. 201–204.
75. Moisenovich M.M., Pustovalova O.L., Shackelford J.,
Vasiljeva T.V., Druzhinina T.V., Kamenchuk Y.A., Guzeev
V.V., Sokolova O.S., Bogush V.G., Debabov V.G., et al. //
Biomaterials. 2012. V. 33. № 15. P. 3887–3898.

76. Shapiro L., Cohen S. // Biomaterials. 1997. V. 18. № 8.
P. 583–590.
77. Perez R.A., Kim M., Kim T.-H., Kim J.-H., Lee J.H., Park
J.-H., Knowles J.C., Kim H.-W. // Tissue Eng. 2013. V. 20.
P. 103–114.
78. Lu T., Li Y., Chen T. // Int. J. Nanomedicine. 2013. V. 8.
P. 337–350.
79. Moisenovich M.M., Arkhipova A.Y., Orlova A.A.,
Drutskaya M.S., Volkova S.V., Zaharov S.E., Agapov
I.I., Kirpichnikov M.P. // Acta Naturae. 2014. V. 1. № 20.
P. 20–26.
80. Gombotz W.R., Pettit D.K. // Bioconjug. Chem. 1995. V. 6.
№ 4. P. 332–351.
81. Li Z., Cui Z. // Biotechnol. Adv. 2013. V. 32. № 2. P. 243–
254.
82. Uriel S., Labay E., Francis-Sedlak M., Moya M.L.,
Weichselbaum R.R., Ervin N., Cankova Z., Brey E.M. //
Tissue Eng. 2009. V. 15. № 3. P. 309–321.
83. Wang Y., Irvine D.J. // Biomaterials. 2011. V. 32. № 21.
P. 4903–4913.
84. Tessmar J.K., Göpferich A.M. // Adv. Drug Deliv. Rev.
2007. V. 59. P. 274–291.
85. Ali O.A., Emerich D., Dranoff G., Mooney D.J. // Sci.
Transl. Med. 2009. V. 1. № 8. P. 1–22.
86. Zavala V.A., Kalergis A.M. // Immunology. 2015. V. 145.
P. 182–201.
87. Tomei A.A., Siegert S., Britschgi M.R., Luther S.A.,
Swartz M.A. // J. Immunol. 2009. V. 183. № 7. P. 4273–4283.
88. He C., Young A.J., West C.A., Su M., Konerding M.A.,
Mentzer S.J. // J. Appl. Physiol. 2002. V. 93. № 3. P. 966–973.
89. Okamoto N., Chihara R., Shimizu C., Nishimoto S.,
Watanabe T. // J. Clin. Invest. 2007. V. 117. № 4. P. 997–1007.
90. Suematsu S., Watanabe T. // Nat. Biotechnol. 2004. V. 22.
№ 12. P. 1539–1545.
91. Nakashima M., Mori K., Maeda K., Kishi H., Hirata K.,
Kawabuchi M., Watanabe T. // Eur. J. Immunol. 1990. V. 20.
№ 1. P. 47–53.
92. Bredenkamp N., Ulyanchenko S., O’Neill K.E., Manley
N.R., Vaidya H.J., Blackburn C.C. // Nat. Cell Biol. 2014.
V. 16. № 9. P. 902–908.
93. Richardson T.P., Peters M.C., Ennett A.B., Mooney D.J. //
Nat. Biotechnol. 2001. V. 19. № 11. P. 1029–1034.
94. Sasai Y. // Stem Cell. 2013. V. 12. № 5. P. 520–530.
95. Forster R., Chiba K., Schaeffer L., Regalado S.G., Lai C.S.,
Gao Q., Kiani S., Farin H.F., Clevers H., Cost G.J., et al. //
Stem Cell Reports. 2014. V. 2. № 6. P. 838–852.
96. Watson C.L., Mahe M.M., Múnera J., Howell J.C.,
Sundaram N., Poling H.M., Schweitzer J.I., Vallance J.E.,
Mayhew C.N., Sun Y., et al. // Nat. Med. 2014. V. 20. № 11.
P. 1310-1314.
97. Bredenkamp N., Jin X., Liu D., O’Neill K.E., Manley N.R.,
Blackburn C.C. // Regen. Med. 2015. V. 10. № 3. P. 317–329.

VOL. 8 № 2 (29) 2016 | ACTA NATURAE | 23

